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We claim: 

1 . A method of detecting V genetic predisposition in a human subject for non- 
responsiveness to statin drug treatment, Comprising: 

a) collecting a tissue sample froiA a human subject; 

b) amplifying nucleic acids that liclude a non-coding or untranslated region within the 3' end of 

the human hpoprotein Upase geneVrom ! 



L said tissue sample to obtain amplification products; 



and 

c) 
or 1 



:) analyzing the amplification prodJbts for homozygosity for a variant allele in a non-coding 
■ untranslated region at the 3' end oUe human lipoprotein lipase gene, 
homozygosity for the variant allele indicating \genetic predisposition for non-responsiveness to 
treatment with a statin drug. 

2. The method of Claim 1, whereiAthe tissue sample is a blood sample. 

3. The method of Claim 1, further cLprising restricting the amplification products with 
a restriction enzyme before analyzing the amphficaAonpfoducts. 

4 The method of Claim 3, wherein /e Vestr ction en^ is Hindm 



5 The method of Claim 1 , wherei|i an oj^|onu 
nucleic acids. 



Jeotide primer is used in amplifying said 



6. The method of Claim 1 , wherein the vari ^ allele is in the Hindlll 
recognition site in intron 8 or the (TTTA)„ tetranucleotide r\peat region of intron 6. 

7. The method of Claim 1, wherein an oligonucWide comprising the sequence 5'-GCA 
TCT GCC TTC AGC TAG ACA TTG-3' (SEQ. ID. NO. 1) is used^i amplifying said nucleic acids. 

8. The method of Claim 1 , wherein an oligonucleotke primer comprising the sequence 5'- 
TCT TCC AGA AGG GTG AGA TTC CAA-3' (SEQ. ID. NO. 2) is use\ in amplifying said nucleic acids. 

9 The method of Claim 1, wherein an oligonucleotide Wimer having the 
sequence 5'-GCA TCT GCC TTC AGC TAG ACA TTG.3- (SEQ. ID. N0.\) or S'-TCT TCC AGA AGG GTG 
AGA TTC CAA-3' (SEQ. ID. NO. 2) is used m amplifying said nucleic ac^s. 



10. The 



method of Claim 1 , wherein a reverse primer oUgoicleotide primer having the 



sequence 5'-GCA TCT GCC TTC AGC TAG 



ACA TTG-3' (SEQ. ID. NO. 1) And a forward oligonucleotide 
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pnmer havmg the sequence 5'-TCt\cC AGA AGO GTG AGA TTC CAA-3- (SEQ. ID. NO. 2) are used m 
amplifying said nucleic acids. 

11. The method of ClaiA 1, wherein an oligonucleotide primer is used in amplifying said 
nucleic acids, said primer comprising lucleotide sequence of (SEQ. ID. NO.:l), (SEQ. ID. N0.:2), 
(SEQ ID NO -3) (SEQ. ID. NO.:4), (SeA ID. N0.:5), (SEQ. ID. N0.:6). (SEQ. ID. NO.:7), (SEQ. ID. 
NO -8) (SEQ ID. NO.:9), (SEQ. ID. NO.:l\). (SEQ. ID. NO.:1 1), (SEQ. ID. NO.:12), (SEQ. ID. NO.:13). 
(SEQ N0.:14). (SEQ. ID. N0.:15). (Se\ ID. N0.:16X (SEQ. ID. NO.:17), (SEQ. ID. NO.:18). (SEQ. ID. 
NO 19) (SEQ. ID. NO.:20). (SEQ. ID. NO.:\l). (SEQ. ID. NO.:22), (SEQ. ID. NO.:23), (SEQ. ID. NO.:24). 
(SEQ ID NO.:25). (SEQ. ID. NO.:26), (SEQ.Vd. N0.:27). (SEQ. ID. NO.:28). (SEQ. ID. NO.:29), (SEQ. ID. 
NO -30) (SEQ ID. NO.:31), (SEQ. ID. NO.:32\ (SEQ. ID. NO.:35). (SEQ. ID. NO.:36). (SEQ. ID. NO.:37), 
(SEQ ID NO.:38), (SEQ. ID. NO.:39). (SEQ. A NO.:40), (SEQ. ID. NO.:41), (SEQ. ID. NO.:42). (SEQ. ID. 
NO -43) (SEQ. ID. NO.:44X (SEQ. ID. NO.:45).fcQ. ID. NO.:46), (SEQ. ID. NO.:47). (SEQ. ID. NO.:48). 
(SEQ ID NO -49), (SEQ. ID. NO.-.50). (SEQ. ID. Vo.:5I), (SEQ. ID. NO.:52). (SEQ. ID. NO.-.53), (SEQ. ID. 
NO -54) (SEQ. ID. NO.:55). (SEQ. ID. NO.:56). (s\q. ID. NO.:57), (SEQ. ID. NO.:58). (SEQ. ID. NO.:59), 
(SEQ ID NO.-.60), (SEQ. ID. NO.:61), (SEQ. ID. n\.:62), (SEQ. ID. NO.:63), (SEQ. ID. NO.:64). (SEQ. ID. 
NO -65) (SEQ. ID. NO.:66), (SEQ. ID. NO.:67). (Se\ /llo.:68). (SEQ. ID. NO.-.69), (SEQ. ID. NO.:70). 
(SEQ. ID. N0.:71). (SEQ. ID. NO.:72). (SEQ. ID. NO.y3lf. ^EQ. ID. NO.:74). (SEQ. ID. NO.:75). (SEQ. ID. 
NO.;76), (SEQ. ID. NO.:77), (SEQ. ID. NO.;78), or (J 
overlapping the sequence of any of these with resj 
sequence. 



.;79), or comprising a sequence 
I its position on the Nickerson reference 



12 The method of Claim 1, wherein an olig<^ucleotide comprising the 
sequence S'-CCT GGG TAA CTG AGC GAG ACT GTG TC-3\(SEQ. ID. NO.:33) is used in amplifying said 
nucleic acids. 

13. The method of Claim 1, wherein an oligonuclWde primer comprising the sequence 5'- 
ATC TGA CCA AGG ATA GTG GGA TAT A-3' (SEQ. ID. NO.:34\is used in amplifying said nucleic 

acids. 



14. The method of Claim 1, wherein an oligonucleotidyimer having the sequence 5'-CCT 
GGG TAA CTG AGC GAG ACT GTG TC-3' (SEQ. ID. NO.:33) is used \ amplifying said nucleic acids. 

15. The method of Claim 1 , wherein an oligonucleotide priWr having the sequence 5'- 
ATC TGA CCA AGG ATA GTG GGA TAT A-3- (SEQ. ID. NO.:34) is used \ amplifying said nucleic 
acids. 

16. The method of Claim 1, wherein amplifying said nucleic ac\^s is done using an 
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oligonucleotide primer c'^mpnsmg a nulleotide sequence of (SEQ. ID. NO.:33). (SEQ. ID. NO .34). (SEQ. 
ID NO -82) (SEQ. ID. NO.:83), (SEQ. d. NO.:84), (SEQ. ID. NO.:85). (SEQ. ID. NO.:86), (SEQ. ID. 
NO :87). (SEQ. ID. NO.:88), (SEQ. ID. nLsQ), (SEQ. ID. NO.:90X (SEQ. ID. NO.:91), or (SEQ. ID. 
NO.:92), or a sequence overlapping the ^equence of any of these with respect to its position on the 
Nickerson reference sequence. 

17. The method of Claim A wherein amplifying said nucleic acids is done 
using an oligonucleotide primer comprisL a nucleotide sequence of (SEQ. ID. NO.:95). (SEQ. ID, 
NO -96) (SEQ. ID, NO,:97). (SEQ. ID. No\98), (SEQ. ID. NO.:99), (SEQ. ID. NO.:100). (SEQ. ID. 
NO 101) (SEQ. ID. NO.:102), (SEQ. ID. ^.-.103), (SEQ. ID. NO.:104). (SEQ. ID. NO.:105). or (SEQ. ID. 
NO. :106). or a sequence overiapping the sequence of any of these with respect to its position on the Oka 
reference sequence. 

18. The method of Claim 5, wl\er^aid oligonucleotide primer is labeled with a 
fluorescent dye. 

19. The method of Claim v^iJ^ns^Y^ is SYBR Green I, YO-PRO-1, thiazole 
orange, Hex, pico green, edans, fluore^gn/mM, or TET. 

20. The method of Claim 1, wherJ^n said statin drug is lovastatin, pravastatin, simvastatm, 
atorvastatin, fluvastatin, or cerivastatin. 

21. A method of detecting a genetic Vredisposition in a human subject for non- 
responsiveness to statin drug treatment, comprising 

a) collecting a tissue sample from a humanXsubject; 

b) amplifying nucleic acids that include theUrmal locus of the HmdlU recognition site in 
.ntron 8 of the human lipoprotein lipase gene (LPL) \om said tissue sample to obtam amplification 

products; and 

c) analyzing the amplification products for the^^bsence of a Hindm recognition site m 
intron 8 of the human lipoprotein lipase gene, 

homozygosity for an absence of said ///«^II recognitionyte indicating a genetic predisposition for 
non-responsiveness to treatment with a statin drug. 



22. 



The method of Claim 21, wherein the tissu\ sample is a blood sample. 



23. The method of Claim 21, fiirther comprisingVestricting the ampUfication products 
with a restriction enzyme before analyzing the amplification pr^ucts. 
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24. 



The method of Cllim 2 1 , wherein the restriction enzyme is Hindm. 



25. The method 
nucleic acids. 



of Claln 2 1 , wherein an oligonucleotide primer is used in amplifying said 



26 The method of Claini21, wherein an oligonucleotide primer comprising the sequence 
5'-GCA TCT GCC TIC AGC TAG ACA VtG-3- (SEQ. ID. NO. 1) is used in amplifying said nucleic acids. 

27 The method of Claim 2\ , wherein an oligonucleotide primer comprismg the sequence 
5.-TCT TCC AGA AGG GTG AGA TTC cAa-3' (SEQ. ID. NO. 2) IS used in amplifymg said nucleic acids. 

28 The method of Claim 21 Win an oligonucleotide primer havmg the sequence 5'- 
GCA TCT GCC TTC AGC TAG ACA TTG-sVsEQ. ID. NO. 1) or S'-TCT TCC AGA AGG GTG AGA TTC 
CAA-3' (SEQ. ID. NO. 2) is used in amplifyi* said nucleic acids. 



29. The method of Claim 2 1 . 
sequence 5'-GCA TCT GCC TTC AGC TA( 
primer having the sequence 5'-TCT TCC 
amplifying said nucleic acids. 



/in a reverse oligonucleotide primer having the 

(SEQ. ID. NO. 1) and a forward oligonucleotide 
K} GTG AGA TTC CAA-3' (SEQ. ID. NO. 2) are used in 



30 The method of Claim 21, whereiAan ohgonucleotide primer ,s used in amplifying said 
nucleic acids, said pnmer comprising a sequence se\ected from the group essentialfy consisting of 

(SEQ ID NO.:l), (SEQ. ID. NO.:2). (SEQ. ID. N0.:3),\sEQ. ID. NO.:4), (SEQ. ID. NO.:5). (SEQ. ID. 

HO .) (SEQ.n^ NO.:7).(SEQ.ID.NO.:SX(SEQ.ID.L:9MSEQ.ID.NO.:I0,^ 

ID NO ID (SEQ.ID.NO.:I2).(SEQ.ID.NO.:I3).(SeXiD.NO.:I4),(SEQ.ID.NO.:I5,(SEQ.ID. 

NO 16)' (SEQ ID NO :17). (SEQ. ID. NO.:18), (SEQ. ^0..^ (SEQ. ID. NO...20), (SEQ. ID. NO.:21). 

(SEQ ^NO •22): (SEQ. L NO.:23). (SEQ. ID. NO.:24) Lq. ID. NO.:25). (SEQ. ID. NO.:26), (SEQ. ID. 

N?27HSEQII^N0 2SX(SEQ.ID.NO.:29X(SEQ.ID.l 

(SEarN0 35),(SEQ.ID.NO.:36USEQ.ID.NO.:3U 

NO -40). (SEQ. ID. N0.:4I). (SEQ. ID. NO.:42). (SEQ. ID. NoY3). (SEQ. ID. NO.:44), (SEQ. ID. 

NO -45 (SEQ ID NO 46). (SEQ. ID. NO.:47), (SEQ. ID. NO.:4V), (SEQ. ID. NO.:49), (SEQ. ID. NO.-.50). 

rEQTN0 5I)(SEQ.ID.NO.:52).(SEQ.ID.NO.:53),(S 

Z 's^'^S.^. NO 57), (SEQ. ID. NO.:SS). (SEQ. ID. NO.^LsEQ. ID. NO.:60). (SEQ. ID. NO..IX 
TeQ ID NO 62),(SEQ.ID.NO.:63),(SEQ.ID.NO.:64).(SEQ. AnO.:^ 
N?67) (SEQ. NO.:68). (SEQ. ID. NO.:69), (SEQ. ID. NO.:70A^^^^ 

TeQ i no 73), (SEQ. ID. NO.:74), (SEQ. ID. NO.:73), (SEQ. Id\o.:76), (SEQ. ID. N0...77)^(SEQ.^. 
NO.:78). or (SEQ. ID. NO.:79), or comprising a sequence overlappin^the sequence of any of these with 
respect to its position on the Nickerson reference sequence. 
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31. Xlhe method of Claim 25. wherein said oligonucleotide primer is labeled with a 
fluorescent dye. 

32. ThLnethod of Claim 31, wherein said dye is SYBR Green I, YO-PRO-1, thiazole 
orange. Hex, pico gredb, edans, fluorescein, FAM, or TET. 

33. The metlW of Claim 21, wherein said statin drug is lovastatin, pravastatin, 
simvastatin, atorvastatin, fliWastatin, or cerivastatin. 

34. A method of d^ecting a genetic predisposition for non-responsiveness to lovastatin 
treatment in a human subject witLoronary artery disease, comprising: 

a) collecting a tissue samplte from a human subject; 

b) amplifying nucleic acids Wising the Hindlll restriction site in intron 8 of the human 
lipoprotein lipase gene (LpAom said tissue sample to obtam amplification products; and 

c) analyzing the amplification pVducts for the absence of a Hindlll recognition site m 
intron 8 of the human lipoproteinMipase gene, 

homozygosity for an absence of said ///«cA recognition site indicating a genetic predisposition in said 
human subject for non-responsiveness to lov\^treatment for coronary artery disease. 

35. The method of Claim 34, w/erM the tj/ue sample is a blood sample. 

36. The method of Claim 34, fiirther c\mprising restricting the amphfication products 
with a restriction enzyme before analyzing the amplification products. 



37. 



The method of Claim 34, wherein the restriction enzyme is Hmdlll 



38. The 
nucleic acids. 



method of Claim 34, wherein an oligoLleotide primer is used in amplifying said 



39. The method of Claim 34, comprismg the sequen^5'-GCA TCT GCC TTC AGC TAG 
ACA TTG-3' (SEQ. ID. NO. 1) is used in amplifying said nucleic acil^. 

40 The method of Claim 34, wherein an oligonucleotideWner comprising the sequence 
5.TCT TCC AGA AGG GIG AGA TTC CAA-3' (SEQ. ID. NO. 2) is used V amplifying said nucleic acids. 



41. 



The method of Claim 34, wherein an ohgonucleotide pi 
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sequence 5'-GCA TCT GCC TTC AGC TaI ACA TTG-3- (SEQ. ID. NO. 1) or 5'-TCT TCC AGA AGG GTG 
AGA TTC CAA-3' (SEQ. ID. NO. 2) is usedlin amplifying said nucleic acids. 

42. The method of Claim 34, Iherein a reverse oligonucleotide primer having the 
sequence 5'-GCA TCT GCC TTC AGC TAG IcA TTG-3' (SEQ. ID. NO. 1) and a forward oUgonucleotide 
pnmer having the sequence 5'-TCT TCC Ag\ AGG GTG AGA TTC CAA-3' (SEQ. ID. NO. 2) are used in 
amplifying said nucleic acids. 

43. The method of Claim 34, whLin an oligonucleotide primer is used in amplifying said 
nucleic acids, said primer comprising a nucleotk sequence of (SEQ. ID. NO.: 1). (SEQ. ID. N0.:2). 
(SEQ ID. NO.:3), (SEQ. ID. NO.:4), (SEQ. ID. NoV.5). (SEQ. ID. N0.:6). (SEQ. ID. NO.:7), (SEQ. ID. 

NO -8) (SEQ ID. N0.:9), (SEQ. ID. NO.:10), (SEq\iD. N0.:1 I), (SEQ. ID. NO.:12). (SEQ. ID. N0.:13), 
(SEQ 'id no 14), (SEQ. ID. NO.:I5). (SEQ. ID. Nd.:16). (SEQ. ID, NO.:I7). (SEQ. ID. NO.:18). (SEQ. ID. 
NO 19) (SEQ. ID. NO.:20). (SEQ. ID. N0.:21). (SE^ ID. NO.:22), (SEQ. ID. NO.:23). (SEQ. ID, NO,:24), 
(SEQ ID NO -25), (SEQ. ID. NO.:26), (SEQ. ID. NO.W). (SEQ. ID. NO.:28), (SEQ. ID. NO.:29). (SEQ. ID 



;5ll(SEi 



35), (SEQ. ID. NO.:36), (SEQ. ID. NO.:37), 
(S^Q. ID. NO.:41), (SEQ. ID. NO.:42), (SEQ. ID. 

;Q. id. NO.:47), (SEQ. ID. NO.;48), 
NO.:52), (SEQ. ID. NO.:53), (SEQ. ID. 
ia;57), (SEQ. ID. NO.:58), (SEQ. ID. NO.:59), 



-.46). (S 



NO.:30), (SEQ. ID. N0.:31), (SEQ. ID. NO.:32), (SEQ 

(SEQ. ID. NO.:38). (SEQ. ID. NO.:39), (SEQ. ID. NO 

NO.:43), (SEQ. ID. NO.:44). (SEQ. ID. NO.:45),(SEQ^ 

(SEQ. ID. NO.:49), (SEQ. ID. NO.;50), (SEQ. ID. N 

NO -54) (SEQ. ID. NO.:55), (SEQ. ID. NO.:56), (SE 

(SEQ ID NO.:60). (SEQ. ID. NO.:61), (SEQ. ID. NO.:62), fe. ID. NO.:63). (SEQ. ID. NO.:64), (SEQ. ID. 

NO 65) (SEQ. ID. NO.:66), (SEQ. ID. NO.:67). (SEQ, ID. l3p.:68). (SEQ. ID. NO.:69), (SEQ. ID. NO.:70), 
(SEQ. ID. NO.:7I), (SEQ. ID. NO,:72). (SEQ. ID. NO.:73), (sk- ID. NO.:74). (SEQ. ID. NO.:75), (SEQ. ID 
NO.:76), (SEQ. ID. NO.:77), (SEQ. ID. NO.:78), or (SEQ. ID. lo.:79), or comprising a sequence 
overlapping the sequence of any of these with respect to its j^osition on the Nickerson reference 
sequence. 

44. The method of Claim 34, wherein said oUgonucleotide primer is labeled with a 
fluorescent dye. 

45. The method of Claim 44, wherein said dye is S^R Green I, YO-PRO- 1 , thiazole 
orange. Hex, pico green, edans, fluorescein, FAM, or TET. 

46. The method of Claim 34, wherein said statin drug i^ lovastatin, 
pravastatin, simvastatin, atorvastatin, fluvastatin, or cerivastatin. 



47. 



The method of Claim 34, wherein said human subjectVs a coronary artery bypass graft 



patient. 
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48, 



method of detectin||genetic predisposition in a CABG patient for non- 



responsiveness to statin drug treatmentAcomprising: 

a) collecting a tissue sample from a CABG patient; 

b) amplifymg nucleic acids compWng the locus of the Hindlll recognition site in intron 8 of 
the human lipoprotein lipase gene from said blood sample to obtain amplification 

products; and 

c) analyzing the amplification prodits for the absence of the HindlU recogmtion site in intron 
8 of the human lipoprotem lipase gene, homiygosity for an absence of said Hindlll recognition site 
indicating a genetic predisposition in said CA^G patient for non-responsiveness to statm drug 
treatment for coronary artery disease. 



49. 



The method of Claim 48, wherin said tissue sample is a blood sample. 



50. The method of Claim 48, further Comprising restricting the amplification products 
with a restriction enzyme before analyzing the amplification products. 

51. The method of Claim 50, wherein tllp^d-iction enzyme is Hmdlll. 



52. The 
nucleic acids. 



method of Claim 48, wherei/ani&Sr^iicleotide primer is used in amplifying said 



53. The method of Claim 48, comprising thA sequence 5'-GCA TCT GCC TIC AGC TAG 
ACA TTG-3' (SEQ. ID. NO. 1) is used in amplifying said mkleic acids. 

54 The method of Claim 48, wherein an oligoLleotide primer comprising the sequence 
5.TCT TCC AGA AGG GIG AGA TTC CAA-3- (SEQ. ID. NO^) is used in amplifying said nucleic acids. 

55 The method of Claim 48, wherein an oligonucleotide primer having the 

sequence 5'-GCA TCT GCC TTC AGC TAG ACA TTG-3' (SEQ. }^ NO. 1) or S'-TCT TCC AGA AGG GTG 
AGA TTC CAA-3' (SEQ. ID. NO. 2) is used in amplifying said nucleic acids. 

56 The method of Claim 48, wherein a reverse oligc^ucleotide primer having the 
sequence 5'-GCA TCT GCC TTC AGC TAG ACA TTG-3- (SEQ. ID. ho. 1) and a forward ohgonucleotide 
primer having the sequence5'-TCTTCCAGAAGGGTGAGATTC^AA.3'(SEQ.ID.N0.2)areusedm 

amplifying said nucleic acids, 

57. The method of Claim 48, wherein an oligonucleotideyimer is used in amplifying said 
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nucleic acids, said priZTcomprisirife a sequence of (SEQ. ID. N0.:1), (SEQ. ID. NO.:2), (SEQ. ID. 
NO 3) (SEQ. ID. NO.:4). (SEQ. ID. n\.:5), (SEQ. ID. N0.:6). (SEQ. ID. NO.:7). (SEQ. ID. N0.:8). (SEQ. 
ID NO 9) (SEQ. ID. NO.:10). (SEQ. l\ NO.:l I), (SEQ. ID. NO.:12), (SEQ. ID. N0.:13). (SEQ. ID. 
NO 14) (SEQ. ID. NO.:15), (SEQ. ID. Ao.:16), (SEQ. ID. NO.:17). (SEQ. ID. NO.:18), (SEQ. ID. NO.:19), 
(SEQ ID NO.:20). (SEQ. ID. NO.:21). (kq. ID. NO.:22), (SEQ. ID. NO.:23), (SEQ. ID. NO.:24), (SEQ. ID. 
NO -25) (SEQ. ID. NO.:26), (SEQ. ID. nI:27), (SEQ. ID. NO.:28), (SEQ. ID. NO.:29), (SEQ. ID. NO.:30), 
(SEQ ID NO -31). (SEQ. ID. NO.:32), (sAq. ID. NO.:35). (SEQ. ID. NO.:36). (SEQ. ID. NO.:37), (SEQ. ID. 
NO 38) (SEQ. ID. NO.:39). (SEQ. ID. NoUo). (SEQ. ID. N0.:41). (SEQ. ID- NO.:42). (SEQ. ID. NO.:43). 
(SEQ ID NO.:44). (SEQ. ID. NO.:45),(SEd ID. NO.:46). (SEQ. ID. NO.:47). (SEQ. ID. NO.:48), (SEQ. ID. 
NO -49) (SEQ. ID. NO.:50). (SEQ. ID. NO.:\l). (SEQ. ID. NO.:52). (SEQ. ID. NO.:53). (SEQ. ID. NO.:54), 
(SEQ ID NO.:55), (SEQ. ID. NO.:56), (SEQ.Vd. NO.:57), (SEQ. ID. NO.:58). (SEQ. ID. NO.:59), (SEQ. ID. 
NO -60) (SEQ. ID. NO.:61). (SEQ. ID. HO. A (SEQ. ID. NO.:63), (SEQ. ID. NO.:64). (SEQ. ID. NO.:65), 
(SEQ ID NO.:66), (SEQ. ID. NO.:67), (SEQ. l\. NO.:68), (SEQ. ID. NO.:69), (SEQ. ID. NO.:70). (SEQ. ID. 
NO -71), (SEQ. ID. NO.:72), (SEQ. ID. NO.:73)\(SEQ. ID. NO.:74), (SEQ. ID. NO.:75). (SEQ. ID. NO.:76), 
(SEQ. ID. NO.:77). (SEQ. ID. NO.:78). or (SEQ. V). NO.:79), or comprising a sequence overlappmg the 
sequence of any of these with respect to its posLn on the Nickerson reference sequence. 

58. The method of Claim 52, wherei\ saidpligonucleotide primer is labeled with a 
fluorescent dye. 

59. The method of Claim 58, wher^n^dye is SYBR Green I, YO-PRO- 1 , thiazole 
orange, Hex, pico green, edans, fluorescein, FAM, or^TET. 

60. The method of Claim 48, wherein said^statin drug is lovastatin, pravastatin, 
simvastatin, atorvastatin, fluvastatin, or cerivastatin. 

61. A method of detecting genetic predisposi\on in a CABG patient for non- 
responsiveness to statin drug treatment, comprising: 

a) collecting a tissue sample from a CABG patient; 

b) amplifying nucleic acids comprising the normal \Xs of the Hindm recognition site m 
intron 8 of the human lipoprotein lipase {LPL) gene frU said blood sample to obtain 
amplification products, by using a reverse oligonucleotW primer having the sequence 5'-GCA 
TCT GCC TIC AGC TAG ACA TTG-3' (SEQ. ID. NO. 1) ind a forward ohgonucleotide primer 
having the sequence 5'-TCT TCC AGA AGG GIG AGA t)c CAA-3' (SEQ. ID. NO. 2); and 

c) analyzing the amplification products for the absence of^e Hindlll recognition site in mtron 
8 of the human hpoprotein Upase gene, 
homozygosity for an absence of said Hindlll recognition site indicating a genetic predisposition in said 
CABG patient for non-responsiveness to statin drug treatment for coVonary artery disease. 
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62. The method of ClAm 61, wherein said tissue sample is a blood sample. 

63. The method of Cla^ 61, wherein said oligonucleotide primer is labeled with a 
fluorescent dye. 

64. The method of Claim^ , wherein said dye is SYBR Green I, YO-PRO-1, thiazole 
orange, Hex, pico green, edans, fluorescein, FAM, or TET. 

65 The method of Claim 6 1\ wherein said statin drug is lovastatin, pravastatin, 
simvastatin, atorvastatin, fluvastatin, or cdrivastatin. 

66. A method of detecting in aVuman subject a genetic predisposition for non- 
responsiveness to statin drug treatment for cUnary artery disease, comprising: 

a) collecting a tissue sample from a hiWan subject; 

b) amplifying nucleic acids comprisinke normal locus of the Hindlll recognition site in 

intron 8 of the human lipoprotein lipaseW) gene from said blood sample to obtain 

amplification products, by using a reversV olmonucleotide primer havmg the sequence 5'-GCA 

TCT GCC TIC AGC TAG ACA TTG-3' (.sMh. NO. 1) and a forward ohgonucleotide primer 

. • 1 TrT Trr aPtA a/t« GTG AGA TTC CAA-3' (SEQ. ID. NO. 2); 

havmg the sequence 5 -TCT TCC AOA ^ ^ v 

c) restricting said amplification produds wlffi-^ncflll; and 

d) analyzing the restriction fragments f^the^b sence of the WII recognition site in intron 8 
of the human lipoprotein lipase gene, 

wherein homozygosity for an absence of said iLm recognition site indicates a genetic 
predisposition for non-responsiveness to statm drug treatment for coronary artery disease. 



67. 



The method of Claim 66, wherein the tissOf sample is a blood sample. 



68. The method of Claim 66, wherein said ohgo\ucleotide primer is labeled with a 

fluorescent dye. 

69. The method of Claim 66, wherein said dye is S^R Green I, YO-PRO-1, thiazole 
orange. Hex, pico green, edans, fluorescein, FAM, or TET. 

70. The method of Claim 66, wherein said statin drug i^ lovastatin, 
pravastatin, simvastatin, atorvastatin, fluvastatin, or cerivastatin. 

71. A method of detecting a genetic predisposition in a hi^an subject for non- 
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responsiveness to statin drug treitment, comprising: 

a) collecting a tissue sanfcle from a human subject; 

b) ampUfying nucleic aciL comprismg the normal locus of the (TTTA)„ tetranucleotide 
repeat sequence in intron Lf the human lipoprotein lipase gene {LPL) from said tissue sample 
to obtain amplification products; and 

c) analyzing the amplificatio\ products for (TTT A)„ tetranucleotide repeat alleles present m 
said nucleic acids, 

homozygosity for a (TTTA)„ 4 allele iikcating a genetic predisposition for non-responsiveness to 
treatment with a statin drug for coronarAartery disease. 



72. 



The method of Claim 71,Yvherein the tissue sample is a blood sample. 



73. 

nucleic acids. 



The method of Claim 71, herein an oligonucleotide primer is used in amplifying said 



74. The method of Claim 71, comLising the sequence 5'-CCT GGG TAA CTG AGC GAG 
ACT GTG TC-3' (SEQ. ID. NO.:33) is used in am^ifying said nucleic acids. 



75 . The method of Claim 7 1 , whereii 
5'- ATC TGA CCA AGG ATA GTG GGA TAT A 
acids. 



I oligonucleotide primer comprising the sequence 
. NO.: 3 4) is used in amplifying said nucleic 



76. The method of Claim 71, wherein anUgonucleotide primer having the sequence 5'- 
CCT GGG TAA CTG AGC GAG ACT GTG TC-3' AeQ. ID. NO.:33) or 5'- ATC TGA CCA AGG 
ATA GTG GGA TAT A-3' (SEQ. ID. NO.:34) is used Ui amplifying said nucleic acids. 



77. The method of Claim 7 1 , wherein a reveke ohgonucleotide primer having the 
sequence 5'-CCT GGG TAA CTG AGC GAG ACT GtAtC-S' (SEQ. ID. NO.:33) and a forward 
oligonucleotide pruner having the sequence 5'- ATC TGA fcCA AGG ATA GTG GGA TAT A-3' 
(SEQ. ID. NO.:34) are used in amplifying said nucleic acidsV 

78. The method of Claim 71, wherein amplifyinlsaid nucleic acids is done using an 
oligonucleotide primer comprising a nucleotide sequence of (sIeQ. ID. NO.:33), (SEQ. ID. NO.:34), 
(SEQ ID. NO.:82), (SEQ. ID. NO.:83), (SEQ. ID. NO.:84), (SfeQ. ID. NO.:85), (SEQ. ID. NO.:86), 
(SEQ. ID. NO.:87), (SEQ. ID. NO.:88), (SEQ. ID. NO.:89), (S^Q. ID. NO.:90), (SEQ. ID. N0.:9I), or 
(SEQ. ID. NO. :92), or comprising a sequence overlapping the sequence of any of these with respect to 
its position on the Nickerson reference sequence. 
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79. The method of Claim p, wherein said ohgonucleotide primer is labeled with a 
fluorescent dye. 

80. The method of Claim 7P^erein said dye is SYBR Green I, YO-PRO-1, thiazole 
orange, Hex, pico green, edans, fluores^ia/pAM, or TET. 

81. The method of Claim 7 1 wherein said statin drug is lovastatin, pravastatin, 
simvastatin, atorvastatin, fluvastatin, or c^rivastatin. 

82. (Once Amended) An oligonucleotide primer for detectingagengt 
predisposition for non-responsiveness to statin drug treatment in a humm^s^&^r consisting 
essentially of the nucleotide sequence 5'-GCA_TCT GCC 
N0.:1). 

83. (OnceAm^df""^ -jUa^nucleotide primer for detecting a genetic 
predisposition for noH^^^^iveness to statin drug treatment in a human, said primer consisting 
essentially^^ftfi^cleotide sequence 5'-TCT TCC AGA AGG GTG AGA TTC CAA-S' (SEQ. ID. 
N( 




TAGACA TTG-3' (SEQ. ID. 




84. 



(Once Amended) An oligonucleotide primer for detecting a genetic 

predisposition for non-responsiveness to statin drug treatment in a human, said primer cpB^sting of 
sequence 5'-GCA TCT GCC TTC AGC TAG ACA TTG-3' (SEQ. ID. NO. 1). 



85. (Once Amended) An oligonucleotide primer fopdetecting a genetic 
predisposition for non-responsiveness to statin drug treatment in^an, said primer consisting of 
sequence 5'-TCT TCC AGA AGG GTG AGA TTC CAA^^Q- ID. N0.:2). 

86. (Once Amended) An oljg^cleotide primer for detecting a genetic 
predisposition for non-responsiveness to sj^drug treatment in a human, said primer consisting 
essentially of a nucleotide sequence ^EQ. ID. N0.:1), (SEQ. ID. N0.:2), (SEQ. ID. N0.:3), (SEQ. 
ID NO -4), (SEQ. ID. N0.:5),;g^. ID. N0.:6), (SEQ. ID. N0.;7), (SEQ. ID. NO.:8), (SEQ. ID. 
NO 9) (SEQ. ID. NO.:10V(^Q. ID. N0.:1 1), (SEQ. ID. N0.:12), (SEQ. ID. N0.:13), (SEQ. ID. 
NO 14) (SEQ. ID. m/l5), (SEQ. ID. N0.:16), (SEQ. ID. N0.:17), (SEQ. ID. NO.:18), (SEQ. ID. 
NO 19) (SEQ. ip^.:20), (SEQ. ID. N0.:21), (SEQ. ID. NO.:22), (SEQ. ID. NO.:23), (SEQ. ID. 
NO -24) (SE0^. NO.-.25), (SEQ. ID. NO.:26), (SEQ. ID. NO.:27), (SEQ. ID. NO.:28), (SEQ. ID. 
NO -29)^. ID. NO.:30), (SEQ. ID. N0.:31), (SEQ. ID. NO.:32),(SEQ. ID. NO.:35), (SEQ. ID. 
N0.;2^(SEQ, ID. NO.:37), (SEQ. ID. NO.:38), (SEQ. ID. NO.:39), (SEQ. ID. NO.:40), (SEQ. ID. 
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N0.:41), (SEQ. 
NO.:46), (SEQ. 
N0.:51), (SEQ. 
NO.:56), (SEQ. 
N0.:61), (SEQ 
NO.:66), (SEQ 
N0.:71) 
NOrrl6), (SEQ 



ID. NO.:42), (SEQ. ID. NO. 
ID. NO.:47), (SEQ. ID. NO. 
ID.N0..52), (SEQ. ID. NO. 
ID. NO.;57), (SEQ. ID. NO 
ID. NO.:62), (SEQ. 
IDJJp^J^rCtSEQ. ID. NO. 
ID. NO.;72), (SEQ. ID. NO 
ID. NO.:77), (SEQ. ID. NO 



43), (SEQ. ID. NO.;44), (SEQ. ID. NO 
:48), (SEQ. ID. NO.:49), (SEQ. ID 
:53), (SEQ. ID. NO.J^USECjTlD- NO. 
-.58), (SEQ,«r5Ja^9), (SEQ. ID. NO. 
^3X(SEQ. ID. NO.:64), (SEQ. ID. NO 
:68), (SEQ. ID. NO.:69), (SEQ. ID. NO 
■73), (SEQ. ID. NO.:74), (SEQ. ID. NO 
.:78),or(SEQ.ID. NO.:79). 



:45)XSEQ< 
:5TJX(SEQ. ID. 
.55), (SEQ. ID. 
-.60), (SEQ. ID. 
.65), (SEQ. ID. 
,;70), (SEQ. ID. 
.:75), (SEQ. ID. 



87. An oligonucleotide printer 
responsiveness to statin drug treatment ii 
AGC GAG ACT GTG TC-3' (SEQ. ID 
A-3'(SEQ.ID. NO. .34). 



88. An oligonucleotide mh 
responsiveness to statin drug treatment in 




for detecting a genetic predisposition for .non- 
human, comprising the sequence 5'-CCT GGG TAA CTG 
33) or 5'- ATC TGA CCA AGG ATA GTG GGA TAT 



r detecting a genetic predisposition for non- 
hlian, having the sequence 5'-CCT GGG TAA CTG 
AGC GAG ACT GTG TC-3- (SEQ. ID. ^0. 33) or 5'- ATC TGA CCA AGG ATA GTG GGA TAT 
A-3' (SEQ. ID. NO. -.34). 



5v:i b Q ' ^ 89. (Once Amended) 



An oligonucleotideprimCTionjieteetirig-rg^ 

predisposition for non-responsivene3tostati»iflrff^^ ^^'^ P™»^' '^^"^^^^^"S 

essentially of a nucl^^i^^se^^^^i^BQ- ID. NO.:82), (SEQ. ID. NO.:83), (SEQ. ID. NO.:84), 
(SEQJ5.^JO:^^EQ. ID. NO.:86), (SEQ. ID. NO.:87), (SEQ. ID. NO.:88), (SEQ. ID. NO.:89), 
NO.:90), (SEQ. ID. N0.:91), or (SEQ. ID. NO.:92). 

90. An oligonucleotide primer 4r detecting a genetic predisposition for non- 
responsiveness to statin drug treatment in a hUa, saidiirimer comprising a nucleotide sequence of 
(SEQ ID NO.:95), (SEQ. ID. NO.:96), (Sb4. f (SEQ. ID. NO.:98), (SEQ. ID. NO.:99), 

(SEQ. ID. NO.:100), (SEQ. ID. NO.:101),|{sW^NO.:102), (SEQ. ID. NO.:103), (SEQ. ID. 
NO.: 104), (SEQ. ID. NO.: 105), or (SEQ. Mo : 106), or comprising a sequence overlapping the 
sequence of any of these with respect to its poslf on on the Oka reference sequence. 

Su^^^^n. (Once Amended) An oUgonucleotideprin^^ 

predisposition for non-responsiveness to statir^JmrtreSffi^^ said primer consisting 

essentially of a nucleotide^quenC.^r(5^ID. NO.:95), (SEQ. ID. NO.:96), (SEQ. ID. NO.:97), 
(SEQ ID m-^SrtSEOID. NO.:99), (SEQ. ID. NO.:100), (SEQ. ID. NO.:101), (SEQ. ID. 
NO^toiiCSHJ. ID. NO.:103), (SEQ. ID. NO.:104), (SEQ. ID. NO.:105), or (SEQ. ID. NO.:106). 
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92. (Once Amended) An oligonucleotide primer set for detecting a genetic 
predisposition for non-responsiveness to statin drug treatment in a human, said primer set ha^^Mg a 
reverse primer consisting essentially of the nucleotide sequence 5'-GCA TCT GCC TTC A^C TAG 
ACA TTG-3' (SEQ. ID. NO.: 1); and a forward primer consisting essentially of the nucle^ftide sequence 
5'-TCT TCC AGA AGG GTG AGA TTC CAA-3' (SEQ. ID. N0.:2). 

93 . (Once Amended) An oligonucleotide primer set for dejp^ting a genetic 
predisposition for non-responsiveness to statin drug treatment in a human^ing a forward primer 
consistmg essentially of a nucleotide sequence of (SEQ. ID. N0.:2), (S^. ID. N0.:3), (SEQ. ID. 
NO 4) (SEQ. ID. N0.;5), (SEQ. ID. N0.:6), (SEQ. ID. N0.:7)^Q. ID. N0.:8), (SEQ. ID. 
NO 9) (SEQ ID. N0.:1 1), (SEQ. ID. N0.:12), (SEQ. ID. ^U), (SEQ. ID. N0.:14), (SEQ. ID. 
NO 15) (SEQ. ID. N0.:16), (SEQ. ID. N0.:17), (SEQ^N0.:18), (SEQ. ID. N0.:19), (SEQ. ID. 
NO 20) (SEQ. ID. NO.:21), (SEQ. ID. NO.:22), (SE^ID. NO.:23), (SEQ. ID. N0..36), (SEQ. ID. 
NO 37) (SEQ. ID. N0..38), (SEQ. ID, NO.:39)XeQ ID. NO.:43), (SEQ. ID. NO.:45), (SEQ. ID. 
NO -47) (SEQ ID. NO.:48), (SEQ. ID. NOy?^, (SEQ. ID. NO.-.50), (SEQ. ID. NO.:53), (SEQ. ID. 
NO -54) (SEQ ID. NO.:58), (SEQ. XD.J>6..59), (SEQ. ID. NO..60), (SEQ. ID. N0.:61), (SEQ. ID. 
NO 65)(SEQ. ID. NO.:66), (SEQ. n/NO.:67), (SEQ. ID. NO.:68), (SEQ. ID. NO.:69), (SEQ. ID. 
NO.:70), (SEQ. ID. N0.:71), (^ID. NO.:72), (SEQ. ID. NO.:75), (SEQ. ID. NO.:76), (SEQ. ID. 

NO.:77), or (SEQ. ID. NO^); 

and having a revise primer consisting essentially of a nucleotide sequence of (SEQ. ID. 
NO • 1) (SEQ ID. nZiO), (SEQ. ID. NO.:24), (SEQ. ID. NO.:25), (SEQ. ID. NO.:26), (SEQ. ID. 
NO -27) (SEQ> NO.:28), (SEQ. ID. NO.:29), (SEQ. ID. NO.:30), (SEQ. ID. N0.:31), (SEQ. ID. 
NO -32) (SEd ID NO.:35), (SEQ. ID. NO.:40), (SEQ. ID. N0.:41), (SEQ. ID. NO.:42), (SEQ. ID. 
NO 44)'j4q id. NO.:46), (SEQ. ID. N0.:51), (SEQ. ID. NO.:52), (SEQ. ID. NO.:55), (SEQ. ID. 
NO.isZsEQ. ID. NO.:57), (SEQ. ID. NO.:62), (SEQ. ID. NO.:63), (SEQ. ID. NO.:64), (SEQ. ID. 
NO./3), (SEQ. ID. NO.:74), or (SEQ. ID. NO.:78). 

94. An oligonucleoJide primer set for detecting a genetic predisposition for 
non-responsiveness to statin drugWatment in a human, having a forward primer comprising a 
nucleotide sequence of (SEQ. ID. ^0.-.34),(SEQ. ID. NO.:82), (SEQ. ID. NO.:86), (SEQ. ID. 
NO.:88), (SEQ. ID. NO.:90), or (SfeQ. ID. NO.:92), or comprising a sequence overlapping the 
sequence of any of these with resp Jt\o its position on the Nickerson reference sequence; 

and having a reverse pnXr VJmp/smg a nucleotide sequence of (SEQ. ID. NO. :33), (SEQ. 
ID. NO.:83), (SEQ. ID. NO.:84)[(A'/d. NO.:85), (SEQ. ID. NO.:87), (SEQ. ID. NO.:89), or (SEQ. 
ID. N0.:91), or comprising a sequencl overlapping the sequence of any of these with respect to its 
position on the Nickerson reference seduence. 
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^ 95. (Once Amended) An oligonucleotide primer set for detecting a geneti^ 

predisposition for non-responsiveness to statin drug treatment in a human, having a forward^rimer 
consisting essentially of a nucleotide sequence of (SEQ. ID. NO.:82), (SEQ. ID. NO.:86)^SEQ. ID. 
NO.: 88), (SEQ. ID. NO.;90), or (SEQ. ID. NO.:92); / 

and having a reverse primer consisting essentially of a nucleotide sequence of/SEQ. ID. 
N0..83), (SEQ. ID. NO.:84), (SEQ. ID. NO.:85), (SEQ. ID. NO.:87), (SEQ. ID. N9':89), or (SEQ. ID. 
N0.:91). 

96. (Once Amended) An ohgonucleotide primer set foi;4etecting a genetic 

predisposition for non-responsiveness to statin drug treatment m a humar( havmg a forward primer 
consisting essentially of a nucleotide sequence of (SEQ. ID. NO.:95)^EQ. ID. N0. .98), (SEQ. ID. 
NO.:99), (SEQ. ID. NO.:101), (SEQ. ID. NO.:102), (SEQ. ID. Nd.:104), or (SEQ. ID. NO.:106); 

and having a reverse primer consisting essentially of a nGcleotide sequence of (SEQ. ID. 
NO.:96), (SEQ. ID. NO.:97), (SEQ. ID. NO.: 100), (SEQ. Ie/nO.:I03), or (SEQ. ID. NO : 105). 

97 (Once Amended) A genetic te^g kit comprising a primer comprising a 

nucleotide sequence of (SEQ. ID. N0.:1), (SEQ. i/nO.:2), (SEQ. ID. N0.:3), (SEQ. ID. N0.:4), 
(SEQ ID N0.:5), (SEQ. ID. N0.:6), (SEQ. Id/o.:7), (SEQ. ID. N0.:8), (SEQ. ID. N0.:9), (SEQ. 
ID NO 10) (SEQ. ID. N0.:11), (SEQ. ID. n6.:12), (SEQ. ID. N0.:13), (SEQ. ID. N0.:14), (SEQ. 
ID NO 15) (SEQ. ID. N0.:16), (SEQ. ID^0.:17), (SEQ. ID. N0.:18), (SEQ. ID. N0.:19), (SEQ. 
ID NO -20), (SEQ. ID. N0.:21), (SEQ A NO.:22), (SEQ. ID. NO.:23), (SEQ. ID. NO.:24), (SEQ. 
ID NO -25) (SEQ. ID. NO.:26), (SB<{. ID. NO.:27), (SEQ. ID. NO,:28), (SEQ. ID. NO.:29), (SEQ. 
ID NO -30) (SEQ. ID. N0.:3 1),/eQ. ID. NO.:32),(SEQ. ID. NO.:33), (SEQ. ID. NO.:34),(SEQ. ID. 
NO -35) (SEQ ID. NO.:36), (^. ID. NO,:37), (SEQ. ID. NO.:38), (SEQ. ID. NO.:39), (SEQ. ID. 
NO -40) (SEQ ID. N0.:41)/SEQ. ID. NO.:42), (SEQ. ID. NO.:43), (SEQ. ID. NO.:44), (SEQ. ID. 
NO 45) (SEQ ID. N0.:4/(SEQ. ID. NO.:47), (SEQ. ID. NO.:48), (SEQ. ID. NO.:49), (SEQ. ID. 

NO 50) (SEQ. ID. Noil), (SEQ. ID. NO.:52), (SEQ. ID. NO.:53), (SEQ. ID. NO.:54), (SEQ. ID. 

NO 55) (SEQ ID. n/:56), (SEQ. ID. NO.:57), (SEQ. ID. NO.:58), (SEQ, ID. NO.:59), (SEQ. ID. 

NO 60) (SEQ. Id/0.:61), (SEQ. ID. NO.:62), (SEQ. ID. NO.:63), (SEQ. ID. NO.:64), (SEQ, ID. 

NO 65) (SEQ i/nO.:66), (SEQ, ID. NO.:67), (SEQ. ID. NO,:68), (SEQ. ID. NO.:69), (SEQ. ID. 

NO 70), (SEQ^. N0.:71), (SEQ. ID. NO.:72), (SEQ. ID. NO.:73), (SEQ. ID. NO.:74), (SEQ. ID. 

NO.:75), (SeZ ID. NO.:76), (SEQ. ID. NO.:77), (SEQ. ID. NO.:78), or (SEQ. ID. NO.:79), or 

comprisinXquence overlapping ti.e sequence of any of these with respect to its position on the 

Nickerso/reference sequence; and 

instructions for using the primer to detect a genetic predisposition in a human subject for non- 
respo/siveness to treatinent with a statin drug selected from the group consisting of lovastatin. 



pra^statin, and simvastatin. 

I 
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98 (Once Amended) A genetic testing kit comprising: 

a pnmer comprising a nucleotide sequence of (SEQ. ID. NO.:82), (SEQ. ID. N0..83),ySEQ. 
ID NO -84) (SEQ. ID. NO.:85), (SEQ. ID. NO.:86), (SEQ. ID. N0..87), (SEQ. ID. NO.:88)y(SEQ. 
ID NO 89), (SEQ. ID. NO.:90), (SEQ. ID. N0.:91), or (SEQ. ID. NO.:92), or comprising ^sequence 
overlappmg the sequence of any of these with respect to its position on the Nickerson reference 

sequence; and , 

mstructions for using the pnmer to detect a genetic predisposition in a human/ubject for non- 
responsiveness to treatment with a statin drug selected from the group consisting ofj^vastatin, 
pravastatin, and simvastatin. 

99 (Once Amended) A genetic testing kit comprising^ 

a primer comprising a nucleotide sequence of (SEQ. ID. NO.:95,)r(SEQ. ID. NO.:96), (SEQ. 
ID NO -97) (SEQ. ID. N0..98), (SEQ. ID. NO.:99), (SEQ. ID. No/oO), (SEQ. ID. NO.:101), (SEQ. 
ID NO 102) (SEQ. ID. NO.:103), (SEQ. ID. NO.:I04), (SEQ. n/NO.:105), or (SEQ. ID. NO.:106), 
or compnsing a sequence overlapping the sequence of any of m/se with respect to its position on the 

Oka reference sequence; and 

mstructions for using the primer to detect a geneji^ predisposition in a human subject for non- 
responsiveness to treatment with a statin drug selecte^rom the group consisting of lovastatm, 
pravastatin, and simvastatin. 

100 (Once Amended) A g^etic testing kit comprising: 

a forward pnmer compriX a nucleotide sequence of (SEQ. ID. N0.:2), (SEQ. ID. 
NO -3) (SEQ.ID.N0.:4), (SEQ. ID./.:5), (SEQ. ID. NO. .6), (SEQ. ID. NO. :7), (SEQ. ID. 
NO 8) (SEQ. ID. N0.:9), (SEQ. i/nO.:1 1), (SEQ. ID. N0.:12), (SEQ. ID. N0.:13), (SEQ. ID. 
NO 14) (SEQ. ID. N0.:15), (SE(1 ID. N0.:16), (SEQ. ID. N0.:17), (SEQ. ID. N0.:18), (SEQ. ID. 
NO 19) (SEQ. ID. NO.:20), ^Q. ID. N0.:21), (SEQ. ID. NO.:22), (SEQ. ID. NO.:23), (SEQ. ID. 
NO 36) (SEQ. ID. NO.:37/(SEQ. ID. NO.:38), (SEQ. ID. NO.:39), (SEQ. ID. NO.:43), (SEQ. ID. 
NO -45) (SEQ. ID. NO./), (SEQ. ID. NO.:48), (SEQ. ID. NO.:49), (SEQ. ID. NO.:50), (SEQ. ID. 
NO 53) (SEQ. ID. ^/m), (SEQ. ID. NO.:58), (SEQ. ID. NO.:59), (SEQ. ID. NO.:60), (SEQ. ID. 
NO ei) (SEQ. ID. ^.:65), (SEQ. ID. NO.:66), (SEQ. ID. NO.:67), (SEQ. ID. NO.:68), (SEQ. ID. 
NO.:69)', (SEQ. Ii/nO.:70), (SEQ. ID. N0.:71), (SEQ. ID NO.:72), (SEQ. ID. NO.:75), (SEQ. ID. 
NO -76) (SEQ L NO.:77), or (SEQ. ID. NO.:79), or comprising a sequence overlappmg the 
sequence of aione of these with respect to its position on the Nickerson reference sequence; 

a reverse pnmer comprising a nucleotide sequence of (SEQ. ID. NO.: I),(SEQ. ID. 
NO 10) (/eQ. id. NO.:24), (SEQ. ID. NO.:25), (SEQ. ID. NO.:26), (SEQ. ID. NO.:27), (SEQ. ID. 
NO 28/(SEQ. ID. NO.:29), (SEQ. ID. NO.:30), (SEQ. ID. N0.:3 1), (SEQ. ID. NO.:32), (SEQ. ID. 
NO.:^)', (SEQ. ID. NO.:40), (SEQ. ID. N0.:41), (SEQ. ID. NO.:42), (SEQ. ID. NO.:44), (SEQ. ID. 
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NO.:46X (SEQ. ID. N0.:51), (SEQ. ID. NO.:52), (SEQ. ID. NO.;55), (SEQ, ID. NO.:56), (SEQ. 
N0..57), (SEQ. ID. NO.:62), (SEQ. ID. NO.:63), (SEQ. ID. N0..64), (SEQ. ID. NO.:73), (SEO/lD. 
NO. -.74), or (SEQ. ID. NO.:78), or comprising a sequence overlapping the sequence of any of^ese 
with respect to its position on the Nickerson reference sequence; and 

instructions for using the forward and reverse primers to detect a genetic, 
predisposition in a human subject for non-responsiveness to treatment with a statin dm/selected from 
the group consisting of lovastatin, pravastatin, and simvastatin. 



101. (Once Amended) A genetic testing kit comprising: 

a forward primer comprising a nucleotide sequence of (SEQ^ID. NO.. 82), (.^ti^. lu. 

NO.;86), (SEQ. ID. NO.:88), (SEQ. ID. NO.:90), or (SEQ. ID. NO.:92)/&r comprising a sequence 
overlapping the sequence of any of these with respect to its position o/die Nickerson reference 
sequence; 

a reverse primer comprising a nucleotide seqij^ce of (SEQ. ID. NO.:83), (SEQ. ID. 
NO.:84). (SEQ. ID. NO.:85), (SEQ. ID. NO.:87), (SEQ. ip:^0.:89), or (SEQ. ID. N0.:91), or 
comprismg a sequence overlapping the sequence of ax^these with respect to its position on the 

Nickerson reference sequence; and 

instructions for using the forward and reverse primers to detect a genetic 
predisposition in a human subject for non^onsiveness to treatment with a statin drug selected from 
the group consisting of lovastatin, pra^tatin, and simvastatin. 



102. (Once Amended)/ A genetic testing kit comprising: 

a forward priiner comprising a nucleotide sequence of (SEQ. ID. NO. .95),(SEQ. ID. 

NO.:98), (SEQ. ID. NO.^, (SEQ. ID. NO.:101), (SEQ. ID. NO.:102), (SEQ. ID. NO.:104), or 
(SEQ. ID. NO : 106), o/omprising a sequence overlapping the sequence of any of these with respect to 

its position on the Oka reference sequence; 

Averse primer comprising a nucleotide sequence of (SEQ. ID. NO.:96), (SEQ. ID. 
NO.:97), (SEC( ID. NO.:I00), (SEQ. ID. NO.:103), or (SEQ. ID. NO.:105), or comprising a sequence 
overlappin7*e sequence of any of these with respect to its position on the Oka reference sequence; and 

instructions for using the forward and reverse primers to detect a genetic 
predi^osition in a human subject for non-responsiveness to treatment with a statin drug selected from 
th/group consisting of lovastatin, pravastatin, and simvastatin. 



49 



